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TCTAGATG6GAT66AG CTG6ATCTTTCTCTTCCTCCT6TCA6GTACCGCG66CGT6CACT 
MGWSWI FLFLLS GTAGVH 

70 80 90 100 NO 120 

CTCA66TCCA6CTT6 TC CAGTCT6GGGCTGAAGTCAA6AAACCTGGCTCGAG C6TGAAGG 
SQVQLVQ SGAEVKK PG SS VK 
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TCTCCTGCAAGGCTTCTGG CTAC AC CTTTACTAGCTACAGG ATG CACTGGG TAAGGCAGG 
VSCKASGYTFTSY RMHWVRQ 
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CCCCTGGACAGGG TCTGGAATGGATTGGATATATTAATCCGTCGAC TGGGTATACTGAAT 
APG QG LEWI GYI N PST G YTE 
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ACAATCAGAAGTTCAAGGACAAGGCAACAATTACTGCAGACGAATCCACCAATA CAGCCT 
YNQKFKDKATI TADESTNTA 
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ACATGGAAGTGAGCAGGCTGAGATCTGAGGACACCGCAGTCTATTACTGTGCAAGAGGGG 
YME LSSLRSEDTAVYYCARG 
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GGGGGGTCTTTGACTACTGGGGCCAAGGAACCCTGGTCACAGTCTCCTCAGGTGAGTCCT 
GGVFDYWGQGTLV TVS S 

430 
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TCTA6ATG6A6 ACC6ATACCCTCCT6CTATG66TCCTCCT6CTAT666TCCCA66ATCAA 
METDT LLLWVL LLWVPGS 
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CC66A6ATATTCA6AT6ACCCA6TCTCCATCTACCCTCTCT6 CTAGCG TCGGGG ATAGGG 
TGDI QMTQSPSTLSA S V G D R 
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TC ACCATAACCTGCTCTGCCAGCTCAAGTATAAGTTACATGCACTGGTACCAG CAGAAGC 
VTITCSASSSISYMHWYOQK 
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CA6GCAAAGCTCCCAAGCTTCTAATTTATACCACATCCAACCTGGCTTCTGGAGTCCCTG 
PGK APKLL IYTTSNLASGVP 
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CTCGCTTCAGTGGCAGTGGATCTGGGAGCGAGTTCACCCTCACAATCAGCTCTCTGCAGC 
ARFSGSGSGT EFTLT I SSL 0 

310 320 330 340 350 360 

CAGATGATTTCGCCACTTATTACTGCCATCAAAGGAGTACTTACCCACTGACGTTCGGTC 
PDDFATYYCHORSTYPLTFG 

370 380 390 400 

AGGGGACCAAGGTGGAGGTCAAACGTAAGTAGACTTTTCTAGA 
Q6TKVEVK 
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ATGGATTTTCAAGTGCAGATTTTCAGCTTCCTGCTAATCAGTGCCTCAGTCATACTGTCC 
MDFQVQIFSFLLI SASV.IL S 

90 • * ->., 12 0.w 

AGAGGACAAATTGTTCTCACCCAGTCTCCAGCAATCATGTCTGCGTCTCCAGGGGGGAAG 
RGQIVLTQSPAIMSASPGEK 

150 0 180 

GTCACCATGACCTGCAGTGGCAGCTCAAGTGTAAGTTTCATGTACTGGTACCAGCAGAGG 

V T M T C SGSSSVSFM X- W Y Q Q R 

210 • ° 240 

CCAGGATCCTCCCCCAGACTCCTGATTTATGACACATCCAACCTGGCTTCTGGAGTCCCT 

P GSSPRLLIY D T S N L A S G V P 

270 ° * 300 

GTTCGCTTCAGTGGCAGTGGGTCTGGGACCTCTTACTCTCTCACAAT-CAGCCGAATGGAG 

VRFSGSGSGTSYSLTISRME 

330 ° ' 360 

GCTGAAGATGCTGCCACTTATTACTGCCAGCAGTGGAGTACTTACCCGCTCACGTTCGGT 

AED AATYYC O O W S T Y P L T F G 



GCTGGGACCAAGCTGGAGCTGAAA 
AGTKLEL K 

FIGURE 23 A 

30 ° • 60 

ATGGCTGTCTTGGGGCTGCTCTTCTGCC.TGGTGACATTCCCAAGCTGTGTCCTATCCCAG 
MAVLGLLFCLVTFP SCVLSQ 

90 * * 120 

GTGCAGCTGAAGCAGTCAGGACCTGGCCTAGTGCAGCCCTCACAGAGCCTGTCCATCACC 

VQLKQSGPGLVQP SQSLS I T 

150 • * 180 

TGCACAGTCTCTGGTTTCTCAGTAACAAGTTATGGTGTACACTGGATTCGCCAGTCTCCA 

CTV SGFSVT S Y G V H W I R Q S P 

210 •■ ' 240 

GGAAAGGGTCTGGAGTGGCTGGGAGTGATATGGAGTGGTGGAAGCACAGACTATAATGCA 

GKGLEW L .G VIWSGGSTDYNA 
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L S C RASPS ISNNLH W Y Q Q K S 

210 • ° 240 

CATGAGTCTCCAAGGCTTCTCATCAAGTATGCTTCCCAGTCCATCTCTGGGATCCCCTCC 
HESPRLLIK Y A S Q S I ' S G I P S 

270 • . . . ° 300 

AGGTTCAGTGGCAGTGGATCAGGGACAGATTTCACTCTCAGTGTCAACGGTGTGGAGACT 
RFSGSGSGTDFTLSVNGVET 

330 • ° 360 

GAAGATTTTGGAATGTATTTCTGTCAACACACTAACAGTTGGCCTCATACGTTCGGAGGG 
EDFGMYFC OOSNSWPHT F G G 



GGGACCAAGCTGGAAATAAAA- 
G T K L "E I K 

FIGURE 39A 

30 • ° i 60 

ATGGGATGGAGCTGGATCTTTCTCTTCCTCCTGTCAGGAACTGCAGGTGTCCACTCTGAG 
MGWSWI FLFLLSGTAGVH S E 

90 • • 120 

GTCCAGCTGCAACAGTCTGGACCTGAGCTGGTGAAGCCTGGAGCTTCAATGAAGATATCC 
VQLQQSGPELVKPGASMK I S 

150 • • 180 

TGCAAGGCTTCTGTTTACTCATTCACTGGCTACACCATGAACTGGGTGAAGCAGAGCCAT 
CKASVYSFT G Y T M N W V K Q S H 

210 • • 240 

GGACAGAACCTTGAGTGGATTGGACTTATTAATCCTTACAATGGTGGTACTAGCTACAAC 
GQNLEWI'G LINPYNGGTS YN 

270 • • 300 

CAGAAGTTCAAGGGGAAGGCCACATTAACTGTAGACAAGTCATCCAACACAGCCTACATG 
Q K F K G KATLTVDKSSNTAYM 

330 * 8 360 

GAGCTCCTCAGTCTGACATCTGCGGACTCTGCAGTCTATTACTGTACAAGACGGGGGTTT 
ELLSLTSADSAVYYC TR R G F 

390 

CGAGACTATTCTATGGACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA 
RDYSMDYWGQGTSV7VSS 
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1 EIVLTQSPGTLSLSPGE R' A- <.T" 

1 E ivLTQSPGTLSLSPGERAT 

21 LSCRASQSVSSGYLGWYQQK 

21 L S C RASPS IS NNLH W Y Q Q K 

41 pGQAPRLLIYGASSRATGIP 

40 PGQAPRLLI _K Y A S 0 S 1 S_ G I P 

61 DRFSGSGSGTDFTLTI. SRL E 

60 DRFSGSGSGTDFTLTI- SRLE" 

81 PEDFAVYYCQQYGSLGRTFG 

80 PEDFAVYYC n f> S N S W ? H T F G 

101 QGTKVEIK 

100 QGTKVEIK 
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jbl6 

10 20 30 40 50 60 

TAGATCTAGA CCACCATGGT TTTCACACCT CAGATACTAG GACTCATGCT CTTCTGGATT 

70 80 90 100 HO 120 

TCAGCCTCCA GAGGTGAAAT TGTGCTAACT CAGTCTCCAG GCACCCTAAG CTTATCACCG 



GGAGAAAGG 



jbl7 

10 20 30 40 50 60 

TAGACAGAAT TCACGCGTAC TTGATAAGTA GACGTGGAGC TTGTCCAGGT TTTTGTTGGT 

70 80 90 100 110 120 

ACCAGTGTAG GTTGTTGCTA ATACTTTGGC TGGCCCTGCA GGAAAGTGTA GCCCTTTCTC 



CCGGTGAT 



jbl8 

10 20 30 40 50 . 60 

AAGAGAATTC ACGCGTCCCA GTCCATCTCT GGAATACCCG ATAGGTTCAG TGGCAGTGGA 

70 80 90 100 HO 

TCAGGGACAG ATTTCACTCT CACAATAAGT AGGCTCGAGC CGGAAGATTT TGC 



jbl9 

10 20 30 40 50 60 

TAGATCTAGA GTTGAGAAGA CTACTTACGT TTTATTTCTA CCTTGGTCCC TTGTCCGAAC 

70 80 90 100 HO 

GTATGAGGCC AACTGTTACT CTGTTGACAA TAATACACAG CAAAATCTTC CGGCTC 
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jb20 

10 20 30 40 50 60 

TATATCTAGA CCACCATGGG ATGGAGCTGG ATCTTTCTCT TCCTCCTGTC AGGAACTGCA 

70 80 90 100 HO 120 

GGTGTCCACT CTCAAGTCCA ACTGGTACAG TCTGGAGCTG AGGTTAAAAA GCCTGGAAGT 

130 

TCAGTAAGAG TTTC 



jt>21 

10 20 30 40 50' 60 

TATATAGGTA CCACCATTGT AAGGATTAAT AAGTCCAACC CACTCAAGTC CTTTTCCAGG 

70 80 90 100 110 120 

TGCCTGTCTC ACCCAGTTCA TGGTATACCC AGTGAATGAG TATCCGGAAG CTTTGCAGGA 

130 

AACTCTTACT GAAC 



jb22 

10 20 30 40 50 60 

TATATAGGTA CCAGCTACAA CCAGAAGTTC AAGGGCACAG TTACAGTTC TTTGAAGCCT 

70 80 90 100 HO 

TCATTTAACC AGGCCTACAT GGAGCTCAGT AGTCTGTTTT CTGAAGACAC TGCAGT 



jb23 

10 20 30 40 50 60 

TATATCTAGA GGCCATTCTT ACCTGAGGAG ACGGTGACTA AGGTTCCTTG ACCCCAGTAG 

70 80 90 100 HO 

TCCATAGAAT AGTCTCGAAA CCCCCGTCTT CTACAGTAAT AGACTGCAGT GTCTTC 
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30 ° ° 60 

ATGCATCAGACCAGCATGGGCATCAAGATGGAATCACAGACTCTGGTCTTCATATCCATA 
MHQT SMG I KME S Q T L VF I S I 

90 ° 120 

CTGCTCTGGTTATATGGTGCTCATGGGAACATTGTTATGACCCAATCTCCCAAATCCATG 
LLWLYGADGNIVMTQS,. PKSM 

150 ° ° 180 

TACGTGTCAATAGGAGAGAGGGTCACCTTGAGCTGCAAGGCCAGTGAAAATGTGGATACT 
YVSIGERVTLSC KA SENVDT 

210 ° ° 240 
TATGTATCCTGGTATCAACAGAAACCAGAGCAGTCTCCTAAACTGCTGATATATGGGGCA 
Y V S W^YQ QKPEQSPKLLIY _G A_ 

270 ° ° 300 

TCCAACCGGTACACTGGGGTCCACGATCGCTTCACGGGCAGTGGATCTGCAACAGATTTC 
S N R Y T GVHDRFTG S G SAT DF 

330 • ° 360 

ACTGTGACCATCAGCAGTGTGCAGGCTGAAGACGTTGCAGATTATCACTGTGGACAGAGT 
TLTI SSVQAEDLADYHC G Q S 

390 

TACAACTATCCATTCACGTTCGGCTCGGGGACAAAGTTGGAAATAAAG 
. Y N Y P F T FGSGTKLEIK 
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ATGACATCACTGTTCTCTCTACAGTTACCGAGCACACAGGACCTCGCCATGGGATGGAGC 
M "T SLFSLQLPSTQDL AM'GWS 

90 • v • 12 0 

TGTATCATCCTCTTCTTGGTAGCAACAGCTACAGGTGTCCTCTCCCAGGTCCAACTGCAG 
C I I LFLVATATGVL S Q VQLQ 

150 • • 180 

CAGCCTGGGGCTGACCTTGTGATGCCTGGGGCTCCAGTGAAGCTGTCCTGCTTGGCTTCT 
QPGADLVMPGAPVKLSCLAS 

210 ° * 240 

GGCTACATCTTCACCAGCTCCTGGATAAACTGGGTGAAGCAGAGGCCTGGACGAGGCCTC 

G Y I F T S S W I N WVKQRPGRGL 

270 ° * 300 

GAGTGGATTGGAAGGATTGATCCTTCCGATGGTGAAGTTCACTACAATCAAGATTTCAAG 

E W I G RIDPSDG EVHYNQDF X 

330 ° ° 360 

GACAAGGCCACACTGACTGTAGACAAATCCTCCAGCACAGCCTACATCCAACTCAACAGC 

_D_ KATLTVDKSS S TAY I QLNS 

390 - * 420 

CTGACATCTGAGGAGTCTGCGGTCTATTACTGTGCTAGAGGATTTCTGCCCTGGTTTGCT 

LTSED SAVYYCAR G F L P W F A 

450 

GACTGGGGCCAAGGGACTCTGGTCACTGTCTCTGCA 
DWGQGTLVTVSA 
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1 DIQMTQSPSTLSASVGDRVT 

1 DIQMTQSPSTLSASVGDRVT 

21 ITCRASQS INTWL AWYQ.QK P 

21 ** I T C KASENVDTYVS W Y Q Q K P 
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FIGURE 44B 



rhlO 



10 20 
TTTTTTCTAG ACCACCATGG 

70 80 
CCCAGGATCA ACCGGAGATA 



30 40 
AGACCGATAC CCTCCTGCTA 

90 100 
TTCAGATGAC CCAGTCTCCG 



50 60 
TGGGTCCTCC TGCTATGGGT 

110 

TCGACCCTCT CTGCT 



10 20 
TTTTAAGCTT GGGAGCTTTG 

70 80 
TTTCACTGGC CTTGCAGGTT 



30 40 
CCTGGCTTCT GCTGATACCA 

90 100 
ATGGTGACCC TATCCCCGAC 



50 60 
GGATACATAA GTATCCACAT 

110 120 
GCTAGCAGAG AGGTTCCACG 



rh!2 

10 20 30 40 50 60 

TTTTAAGCTT CTAATTTATG GGGCATCCAA CCGGTACACT GGGGTACCTT CACGCTTCAG 

70 80 90 100 110 

TGGCAGTGGA TCTGGGACCG ATTTGACCCT CACAATCAGC TCTCTGCAGC CAGATGAT 



10 20 
TTTTTTCTAG AGCAAAAGTC 

70 80 
TGAATGGATA GTTGTAACTC 



30 40 
TACTTACGTT TGACCTCCAC 

90 100 
TGTCCGCAGT AATAAGTGGC 



50 60 
CTTGGTCCCC TGACCGAACG 

110 120 
GAAATCATCT GGCTCCAGAG 
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rh20 

10 20 30 40 50 60 

TTTTTCTAGA CCACCATGGG ATGGAGCTGG ATCTTTCTCT TCCTCCTGTC AGGTACCGCG 

70 80 90 100 110 

GGCGTGCACT CTCAGGTCCA GCTTGTCCAG TCTGGGGCTG AAGTCAAGAA ACCT 



rh21 

10 20 30 40 50 60 

TTTTGAATTC TCGAGACCCT GTCCAGGGGC CTGCCTTACC CAGTTTATCC AGGAGCTAGT 

70 80 90 100 110 120 

AAAGATGTAG CCAGAAGCTT TGCAGGAGAC CTTCACGGAG CTCCCAGGTT TCTTGACTTC 



A 



rh22 

10 20 30 40 50 60 

TTTTGAATTC TCGAGTGGAT GGGAAGGATT GATCCTTCCG ATGGTGAAGT TCACTACAAT 

70 80 90 100. 110 120 

CAAGATT TCA AGGACCGTGT TACAATTACA GCAGACGAAT CCACCAATAC AGCCTACATG 

130 

GAACTGAGCA GCCTGAG 



rh23 

10 20 30 40 50 60 

TTTTTCTAGA GGTTTTAAGG ACTCACCTGA GGAGACTGTG ACCAGGGTTC CTTGGCCCCA 

70 80 90 100 110 120 

GTCAGCAAAC CAGGGCAGAA ATCCTCTTGC ACAGTAATAG ACTGCAGTGT CCTCTGATCT 

130 

CAGGCTGCTC AGTT 
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AF-2 ANTIBODY CONCENTRATION (nM) 
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